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Meloidogyne enterolobii Found Infecting Root-Knot Nematode Resistant Sweetpotato in South Carolina, United States | Plant Disease https://apsjournals.apsnet.org/doi/full/10.1094/PDIS-08-18-1388-PDN?prevSearch=%24%7BresultBean.text%7D&searchHistoryKey=%24%7Bsearch… 2 /3 for analysis. Total DNA was extracted from isolated juveniles, and amplicons generated from COII-16S rDNA, 28S D2-D3 rDNA, and rDNA intergenic spacer 2 were sequenced (Skantar et al. 2008) . BLAST searches of these sequences against the NCBI nonredundant database found near perfect homology (≥99% identity) with multiple sequences from M. enterolobii. The morphology and morphometrics of second-stage juveniles and females, including the nature of perineal patterns, further established the identity of the species as M. enterolobii. During a follow-up survey, cured storage roots from the root-knot nematode resistant sweetpotato cultivar Covington were found displaying galling symptoms typical of a root-knot nematode. Ten individual females were excised from the infected storage roots and DNA extracted (Holterman et al. 2012) . Single egg masses were used to inoculate susceptible tomato roots planted in sterilized soil, and these were cultured in an isolated growth chamber to provide inoculum for further testing. Greenhouse tests demonstrated that this isolate is highly virulent on the widely used MIGresistant sweetpotato cultivar Covington (Yencho et al. 2008 ). There were no significant differences in observed galling (t test, P = 0.16, n = 6) or log normalized egg counts (t test, P = 0.39, n = 6) between Covington (galling = 54.5%, SD ± 18.9%; eggs/g of root = 9,670.5, SD ± 6,633.5) and the highly MIG-susceptible cultivar Beauregard (galling = 72.5%, SD ± 21.9%; eggs/g of root = 29,890.5, SD ± 22,122.4). The reproduction factor (eggs final/eggs initial) calculated for this isolate on Covington 46 days postinoculation was 30. M. enterolobii represents a significant threat to sweetpotato and other host crops in the southern United States.
